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ENTERED 



3 <110> APPLICANT: BENSON, Timothy 

4 PRINCE, Donald Bryan 

6 <120> TITLE OF INVENTION: CRYSTALLIZATION AND STRUCTURE DETERMINATION OF FEMA AND 
FEMA-LIKE 

7 PROTEINS 

9 <130> FILE REFERENCE: 00236. US1 
C— > 11 <140> CURRENT APPLICATION NUMBER: US/09/932 , 474 

12 <141> CURRENT FILING DATE: 2001-08-17 

14 <150> PRIOR APPLICATION NUMBER: US 60/226,239 f 

15 <151> PRIOR FILING DATE: 2000-08-17 

17 <150> PRIOR APPLICATION NUMBER: US 60/226,269 

18 <151> PRIOR FILING DATE: 2000-08-17 
20 <160> NUMBER OF SEQ ID NOS : 3 

22 <170> SOFTWARE: Patent In version 3.0 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 414 

26 <212> TYPE: PRT 

27 <213> ORGANISM: Staphylococcus aureus 
29 <400> SEQUENCE: 1 
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74 225 230 235 240 

76 Cys lie Asn Leu Asn Glu Tyr Gin Asp Lys Leu Lys lie Gin Leu Leu 

77 245 250 255 

7 9 Lys lie Glu Asn Glu Met Met Thr Val Asn Arg Ala Leu Asn Glu Asn 
80 260 265 270 

82 Pro Asn Ser Lys Arg Asn Lys Ser Lys Leu Asn Gin Leu Asn Met Gin 

83 275 280 285 

85 Leu Ser Ser lie Asn Asn Arg lie Ser Lys Thr Glu Glu Leu He Leu 

86 . 290 295 300 

88 Glu Asp Gly Pro Val Leu Asp Leu Ala Ala Ala Leu Phe He Cys Thr 

89 305 310 315 320 

91 Asp Asp Glu Val Tyr Tyr Leu Ser Ser Gly Ser Asn Pro Lys Tyr Asn 

92 • 325 330 335 

94 Gin Tyr Met Gly Ala Tyr His Leu Gin Trp His Met He Lys Tyr Ala 

95 340 345 350 

97 Lys Ser His Asn He Asn Arg Tyr Asn Phe Tyr Gly He Thr Gly Val 

98 355 360 365 

100 Phe Ser Asn Glu Ala Asp Asp Phe Gly Val Gin Gin Phe Lys Lys Gly 

101 370 375 380 

103 Phe Asn Ala His Val Glu Glu Leu He Gly Asp Phe He Lys Pro Val 

104 385 390 395 400 

106 Arg Pro He Leu Tyr Lys Phe Ala Lys Leu He Tyr Lys Val 

107 405 410 

109 <210> SEQ ID NO: 2 

110 <211> LENGTH: 419 

111 <212> TYPE: PRT 

112 <213> ORGANISM: Staphylococcus aureus 
114 <400> SEQUENCE: 2 

116 Met Lys Phe Thr Glu Leu Thr Val Thr Glu Phe Asp Asn Phe Val Gin 

117 15 10 15 

119 Asn Pro Ser Leu Glu Ser His Tyr Phe Gin Val Lys Glu Asn He Val 

120 20 25 30 

122 Thr Arg Glu Asn Asp Gly Phe Glu Val Val Leu Leu Gly He Lys Asp 

123 35 40 45 

125 Asp Asn Asn Lys Val He Ala Ala Ser Leu Phe Ser Lys He Pro Thr 

126 50 55 60 

128 Met Gly Ser Tyr Val Tyr Tyr Ser Asn Arg .Gly Pro Val Met Asp Phe 

129 65 70 75 80 

131 Ser Asp Leu Gly Leu Val Asp Tyr Tyr Leu Lys Glu Leu Asp Lys Tyr 

132 85 90 95 

134 Leu Gin Gin His Gin Cys Leu Tyr Val Lys Leu Asp Pro Tyr Trp Leu 

135 100 105 110 

137 Tyr His Leu Tyr Asp Lys Asp He Val Pro Phe Glu Gly Arg Glu Lys 

138 115 120 125 

140 Asn Asp Ala Leu Val Asn Leu Phe Lys Ser His Gly Tyr Glu His His 

141 130 135 140 

143 Gly Phe Thr Thr Glu Tyr Asp Thr Ser Ser Gin Val Arg Trp Met Gly 

144 145 150 155 160 
14 6 Val Leu Asn Leu Glu Gly Lys Thr Pro Glu Thr Leu Lys Lys Thr Phe 
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